The BARD1 C-Terminal Domain Structure and Interactions with Polyadenylation Factor CstF-50 by Edwards, R. A. et al.
Structural Comparison of Crystal and Solution States of the
138 kDa Complex of Methylamine Dehydrogenase and
Amicyanin from Paracoccus versutus,b yChiara Cavalieri,
Nikolai Biermann, Monica D. Vlasie, Oliver Einsle,
Angelo Merli, Davide Ferrari, Gian Luigi Rossi, and
Marcellus Ubbink, 2008, 47(25), 6560–6570.
ThecorrectversionoftheSupportingInformationislinkedtothe
electronic version of this publication.
SUPPORTING INFORMATION AVAILABLE
Assignments, annotated HSQC spectra, and chemical shift
perturbation lists for Cu and Zn amicyanin, as well as a list of
contacts between amicyanin and MADH (Tables S1-S4 and
Figures S1 and S2). This material is available free of charge via
the Internet at http://pubs.acs.org.
10.1021/bi9004667
Published on Web: 03/27/2009
The BARD1 C-Terminal Domain Structure and Interactions
with Polyadenylation Factor CstF-50, by R. A. Edwards,
M. S. Lee, S. E. Tsutakawa, R. S. Williams, I. Nazeer, F. E.
Kleiman, J. A. Tainer, and J. N. Glover, 2008, 47(44),
11446–11456.
I. Nazeer and F. E. Kleiman were omitted as authors of the
originalwork.Theiraddresswhiletheworkwasbeingconducted
was Chemistry Department, Hunter College, City University of
New York, New York, NY 10065.
10.1021/bi900462x
Published on Web: 04/20/2009
4008 Biochemistry 2009, 48, 4008